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Applications

•
•
•
•
•
•

TF binding site discovery 
Regulatory element identification 
Motif analysis 
Candidate target genes 
Regulatory network analysis 
Comparative DNA-binding analysis 

Service Advantages

•
•
•
•
•

End-to-end support 
Genome-wide TF-DNA profiling 
Suitable for TFs and DNA-binding proteins 
Helpful when ChIP-based assays are difficult 
Integrated bioinformatics interpretation 

Data Analysis & Deliverables

•
•
•
•
•

QC and clean data summary 
Peak identification and annotation 
Motif enrichment analysis 
Candidate target gene list 
Browser tracks and summary report 
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